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Support vector machine ciassification and validation of cancer tissue samples using microarray SilH^BllS^M^Sl'MUS P^^-^""J 
expression data 

... Here a systematic and principled method is introduced that analyses microarray expression data 
from thousands of genes tested in multiple tissue ... we use K(x i , x j ) = ( x i , x j + 1). in the 
presence of noise, the standard maximum margin algorithm described above ... 

I3ruq design by machine learning: support vector machines for pharmaceutical data analysis SJiM^i? il^^^^ 

... The stochastic nature of both population initialization and the genetic operators used during 
training can make ... To allow for noise in the data the tree can be pruned to allow for 
misclassifications in ... Decision tree learning aigorithms are biased to select ttie simplest of ttiese ... 



Knowiedq e-based analysis of microarra y gene expression data by using sup port vector machines gAW^.'.S.f.S. [HTS/SL] 

MPS Browr!. WN G:-i.if>:Jy, D Lin, .. Piocaedinys of fhe . S'OOO- National Ao.ad Soienr,f;S EiiiijiiSiSJ 

... the different perspective provided by the expression data, which represents the genetic response 

of ... Third, genes for which the microarray data is corrupt may not be correctly classified. ... Occasionally, 

the microarrays contain bad probes or are damaged, and some locations In the ... 



Regression approaches for microarray data analysis iPD?-] 

... Much has been written on the potential use of DNA microarrays in studying the ... Furthermore, results 
will be sensitive to the clustering algorithm and distance measure used, as we ... With the covariate 
dimensions encountered In microarray studies. It becomes evident that very few ... 
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A practical Bavesian framew ork for back propaq ation networks f^-^K^n 

... same way that backpropa- gation evaluates VED (see Bishop 1992 for a complete algorithm 
and the ... is the relationship be- tween the evidence and the generalization error (or its close relative, 
cross-validation)? ... be devoted to the test set to get an acceptable signal-to-noise ratio ... 



Detection of cancer-specific markers amid massive mass spectral data SMSjSS [HTS,?U 

WZi-ni. X Wang, v Ma. M Rfio. J ... - Pror;ftedi:iKfj of the .... 2003 - f>Jationa; Ar;3ri Sr;iences f-\iii View 

... Smoothing was done to (i) denoise and thus enhance the signal-to-noise ratio and (ii) enable 
a multiple-test correction via the ... Cross-validation (22) treats n - 1 of n observations as a training 
set. ... The genetic algorithm was first described by John Holland in the mid-1970s (17). ... 
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... High-density oligonucleotide microarrays containing 7129 probes fcr 6817 human genes were 

used. ... The colon data can be fbund at the web site http://mlcroarray.princetDn.edu/oncology. ... [20] 

Yang, J. and Honavar, V., Feature subset selection using a genetic algorithm, 1997. ... 
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CH Ytang, 3 Rarriaswsrny, P 'iamayo, S ... - ., 200i - Oxford Univ piess 

... In general, pathologists utilize a variety of microscopic, genetic, and immunologic techniques ... 

This profile does not happen since the reading of microarray experiments is ... sample was hybridized 

overnight to Affymetrix high- density oligonucleotide microarrays containing probes ... 



Frorri patterns to pathways: gene expressio n daia analysis comes of aae 

... DeRIsi, JL, Iyer, VR & Brown, PO Exploring the metabolic and genetic control of ... | Article 1 Publyled j 
ISI I ChemPort |; Churchill, GA Fundamentals of experimental design for cDNA microarrays. ... iSi j 
ChemPort |; Yang, YH & Speed, T. Design issues for cDNA microarray experiments ... 



Tissue classification with gene expression profiles i'.^^?-^? 1 

A ^ervBor, L ^rijtiri, N Friecirriah, i ... ■ Journal of 2000 - !ieberton!ins.cot-i 

... Many of these clones are not relevant to the distinction between cancer and tumor and introduce 

noise in the classifi cation process ... 1 . The generic AdaBoost algorithm. ... Gene expression levels 

in these 72 samples were measured using high density ollgonu- cleotlde microarrays. ... 
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